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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CDK7 1022 BC000834 NM_001799
About the gene

Official Symbol CDK7

Previous Symbol -

Official Full Name | cyclin dependent kinase 7

Synonyms CAK1; CDKN7; MO15; STK1; CAK
Location 5q13.2

Gene Type protein-coding gene

Uniprot ID P50613

Pathway/Library Cancer Target Genes Library; Kinases Library; Cell Cycle Pathway Genes Library

The protein encoded by this gene is a member of the cyclin-dependent protein kinase (CDK) family. CDK
family members are highly similar to the gene products of Saccharomyces cerevisiae cdc28, and
Schizosaccharomyces pombe cdc2, and are known to be important regulators of cell cycle progression.
Gene Summary This protein forms a trimeric complex with cyclin H and MAT]1, which functions as a Cdk-activating
kinase (CAK). It is an essential component of the transcription factor TFIIH, that is involved in
transcription initiation and DNA repair. This protein is thought to serve as a direct link between the
regulation of transcription and the cell cycle.
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ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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